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(® Minimum Information About a Proteomics Experiment

Abbreviation:MIAPE

General Information

MIAPE attempts to define the minimum set of information about whole proteomics experiments that would be required by a public repository.

Homepage http://www.psidev.info/miape

Developed in Australia, Austria, Belgium, European Union, France , Germany, Japan, Netherlands, Republic of Ireland,
Switzerland , United Kingdom, United States

Created in 2007
Taxonomic range
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Associated recommendations

EMBO Press

Scientific Data

In Collections

FAIRDOM Community Standards
Minimum Information for Biological and Biomedical Investigations

HUPO Proteomics Standards Initiative

Support

General
mailing list Psidev-pi-dev@lists.sourceforge.net
mailing list psidev-ms-dev@lists.sourceforge.net

onlinedocumen http://mibbi.sourceforge.net/projects/Ml ...
tation

Additional Information

Contact Juan Antonio Vizcaino

Related Standards

Reporting Guidelines

MIAPE: Column Chromatography

MIAPE: Mass Spectrometry

Minimum Information about a Molecular Interaction
Experiment

MIAPE: Mass Spectrometry Informatics

MIAPE: Mass Spectrometry Quantification

MIAPE: Capillary Electrophoresis

MIAPE: Gel Electrophoresis

MIAPE: Gel Informatics

Minimum Information About a Peptide Array Experiment

Terminology Artifacts

Sample processing and separations controlled vocabulary

Models and Formats

mz Markup Language

imaging mz Markup Language

Molecular Interaction eXtensible Markup Language
Minimum Information About an RNAi Experiment Tabular

Tools

No tools defined

Implementing Databases (4)

PRoteomics IDEntifications database

The PRIDE PRoteomics IDEntifications database is a centralized, standards
compliant, public data repository that provides protein and peptide
identifications together with supporting evidence.

The World-2DPAGE database

A public repository, standards compliant, for proteomics image data published
in the literature. This repository currently contains data from 16 published
articles, putting together 22 reference maps for 15 species, totalizing nearly
4'400 identified spots.
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Implementing Databases (4)

PRoteomics IDEntifications database

The PRIDE PRoteomics IDEntifications database is a centralized, standards
compliant, public data repository that provides protein and peptide
identifications together with supporting evidence.

The World-2DPAGE database

A public repository, standards compliant, for proteomics image data published
in the literature. This repository currently contains data from 16 published
articles, putting together 22 reference maps for 15 species, totalizing nearly
4'400 identified spots.
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@ PLOS r.0s

PLOS has identified a set of established repositories and data standards, which are recognized and trusted within their respective communities, for their journals PLOS Biology, PLOS Medicine, PLOS ONE, PLOS Genetics, PLOS Computational Biology, PLOS
Pathogens, and PLOS Neglected Tropical Diseases. PLOS requires that authors comply with field-specific standards for preparation and recording of data and select repositories appropriate to their field, for example deposition of microarray data in
ArrayExpress or GEO; deposition of gene sequences in GenBank, EMBL or DDBJ; and deposition of ecological data in Dryad. Authors are encouraged to select repositories that meet accepted criteria as trustworthy digital repositories.
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