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What is a standard?

In essence, a standard is an agreed way of doing something

Technical: A standard provides the requirements, specifications, guidelines or
characteristics that can be used for the description, interoperability, citation, sharing,
publication, or preservation of all kinds of digital objects such as data, code, algorithms,

workflows, software, or papers (Definition of BioSharing)

Broader: It could be about making a product, managing a process, delivering a service or
supplying materials — standards can cover a huge range of activities undertaken by

organizations and used by their customers.

Standards are the distilled wisdom and knowledge of people
with expertise in their subject matter and who know the needs

of the organizations they represent

http://www.bsigroup.com/en-GB/standards/Information-about-standards/what-is-a-standard/
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GOBLET: Global Organisation for Bioinformatics
Learning, Education & Training

Established in 2012

GOBLET members share interests in bioinformatics Education
& Training, have similar missions and similar challenges

Galvanised a group of scientists to address the problems on
an international scale

— to share, not duplicate effort

— to share, not duplicate cost

* to work together towards common solutions & a sustainable future



GOBLET Mission

— provide a sustainable support structure for
trainers/trainees

— facilitate bioinformatics capacity development in all
countries

— develop standards & guidelines for bioinformatics E&T
— act as a hub for fund gathering

— reach out to high-school teachers &
next-generation bioinformaticians

— foster the international community of
bioinformatics trainers

www.mygoblet.org



GOBLET: Who is in it?

e ~40 societies, networks, institutes/organisations, research

groups, SMEs.
e Plus individual members (incl. students)
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GOBLET Governance

* Executive Board
* Operational Board: Exec Board + All Committee chairs

* Committees:
— Learning, Education & Training Committee
— Outreach & PR Committee
— Standards Committee
— Fund-Raising Committee
— Technical Committee



Activities & accomplishments (1)

Website, training portal, newsletter
Collaborative papers

Presence at ISMB and ECCB:

* Education Workshops,

* Training Poster Track at ISMB & ECCB
* Conference booth

Computational Biology Education (CoBE) COSI > c
e established in 2014 lSC B?
* With ISCB Education Committee INTERNATIONAL SOCIETY FOR

COMPUTATIONAL BIOLOGY

* A.o.work on defining competences COMMUNITY OF SPECIAL INTEREST

Community surveys on training needs (paper in preparation)



Activities & accomplishments (2)

Defining minimal descriptors for training materials and events

ELIXIR-GOBLET collaboration strategy

Collaborating with CODATA-RDA , ELIXIR and H3ABioNet to launch bioinformatics
‘flavoured’ data science summer schools

Applied for funding in several project proposals
* e.g. CHARME, ICTP (with CODATA-RDA), OBTAIN, BD2K/NIH, several ITNs



GOBLET & Standards

By sharing best practices and putting these into practical solutions,
standards are in fact implicit in many of the GOBLET activities!!

— GOBLET brings together the global bioinformatics training community with all
its expertise and from that can distill the best practices to help other trainers
all over the world

— GOBLET wants to set the standard for good quality training materials, that are
well-described and can be found and (re-) used by all

— GOBLET joins forces with all players in the field, to together work towards good,
sustainable solutions for training



GOBLET & St

andards:

Collaborative publications

Conference posters

Meeting the Global Thirs
for Bioinformatics Training

The GOBLET Consortium: www.mygoblet.org
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ABSTRACT

Summary: Rapid technological advances have led to an explosion of
biomedical data in recent years. The pace of change has inspired new
collaborative approaches for sharing materials and resources to help
train life scientists both in the use of cutting-edge bioinformatics tools
and databases and in how to analyse and interpret large datasets. A
prototype platform for sharing such training resources was recently

development of new methods for data analysis and interpretation
(Carvalho and Rustici, 2013; Brazas and Ouellette, 2013;
Libeskind-Hadas and Bush, 2013). Researchers—students and
professionals alike—therefore constantly need to acquire new
skills to keep abreast of the latest developments (Schneider
et al., 2010; Via et al., 2011, 2013; Vincent and Page, 2013).
Attempting to address this need, the Global Organisation for
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In recent years, high-throughput technologies have brought big data to the life sciences. The
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GOBLET & Standards:
Collaborative publications

Key points “Best practices” paper

 Demand for bioinformatics training is increasing tremendously,
largely owing to high-throughput data generation and the need for
robust data analysis.

* In this context, achieving excellence in training is a considerable
challenge.

* Here, we discuss training excellence and how it might be achieved.

* We suggest working practices to identify
training needs, to articulate learning e oracios i omormatcs e
objectives and to ensure delivery of suitable e s
training for given audiences, a BT

quality-assurance process and a sound

organizational framework.

riefings In Blolnformatics Advance Access published June 25, 2013
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Allegra Via et al. Brief. Bioinform 2013
doi: 10.1093/bib/bbt043
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GOBLET & Standards:
Defining minimal descriptors

e GOBLET Standards Committee
chair Pascale Gaudet, SIB Swiss Institute of Bioinformatics

 Goal: Develop standards and guidelines to support many different
aspects of bioinformatics training

More specifically:

— Exploring accreditation mechanisms for learners and trainers
— Developing guidelines for course material descriptions

— Along with the Technical Committee, support SASI as needed



GOBLET & Standards:
Defining minimal descriptors

Descriptor What should this include Mandatory/
Recommended/
Optional

GOBLET ID Unique versioned identifier M

Author Main author of the training materials M

Contact point Contact point for the training materials M

Title M

File name The file name M

File format The file format M

Material type Different options for material types: 1. Lecture 2. Practical 3. Dataset 4. Reading |M

material (including research papers) 5. Tools, Resources, Scripts 6. Other
Short description Short description of the content covered in the training material and overall aims (M

(less than 50 words?)

Supporting materials

If appropriate, list of other

Learning objectives

Provide the trainees with g
upon completion of the se

Work in progress;

Learning outcome

Target audience

For GOBLET this Introduct
NGS repo this is part of ta

Prerequisites

Any prior knowledge that 1

Licence

Conditions under this mat

Stability/date last modified

to be aligned with BioSchemas;
to be implemented in GOBLET Pportal

When was the material lastupuateur

Date created M
Date uploaded Note: that this can be considered version of the material M
Topic Scientific topic covered by the materials M
Keywords Concepts that add context to the material topic - in addition to title and topics R
Additional contributors or co-authors [Additional authors M
DOI If available 0
Duration Time required to complete the training ()
Description (unlimited) In Bioschemas this could include learning objectives 0
URL URL to the original material & datasets 0
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 Information about GOBLET
and its activities
e Event calendar (with iAnn)

Training portal:

* two main entrance routes:
* Training materials
* Trainers & Organizers

e Materials described with EDAM

ABSTRACT

‘Summary: Rapid technological advances have led to an explosion of
biomedical data in recent years. The pace of change has inspired new
collaborative approaches for sharing materials and resources to help
train life scientists both in the use of cutting-edge bioinformatics tools
and databases and in how to analyse and interpret large datasets. A
prototype platform for sharing such training resources was recently

development of new methods for data analysis and interpretation
(Carvalho and Rustici, 2013; Brazas and Ouellette, 2013;
Libeskind-Hadas and Bush, 2013). Researchers—students and
professionals alike—therefore constantly need to acquire new
skills to keep abreast of the latest developments (Schneider
et al., 2010; Via es al., 2011, 2013; Vincent and Page, 2013).
Attempting to address this need, the Global Organisation for

 Downloadable under CC BY-SA 2.5 licence
* Planned: materials described / tagged with minimal descriptors
defined by Standard Committee (aligned with Bioschemas)




ELIXIR-GOBLET Collaboration Strategy

Published April 2015

Collaboration between ELIXIR’s and GOBLET's training portals

Collaboration on train-the-trainer and train-the-researcher activities
* Train the Trainer
* Metagenomics materials hackaton
* Elearning

Joint exploration of training 'accreditation’
mechanisms

Sharing of best practices and developing standards i
and expertise on professionalising bioinformatics <=
training



The FAIR principles

4
i
SCIENTIEIC DATA MUST BE FAIR: SCIENTIFIC DATA,

The FAIR Guiding Principles for scientific datg.)f‘

management and stewardship

Mark D. Wilkinson, Michel Dumontier, IJsbrand Jan Aalbersberg, Gabnelle Appleton, Myles
Axton, Are Baak, Niklas Blomberg Jan-Willem Boiten, Luiz Bonino da Silva Santos, Philip E

(3 Boume, Jildau Bouwman, Anthony J Brookes, Tim Clark, Mercé Crosas, Ingnd Dillo, Olivier
F I n a e Dumon, Scott Edmunds, Chris T Evelo, Richard Finkers, Alejandra Gonzalez-Beltran, Alasdaw J G
Gray, Paul Groth, Carole Goble, Jeffrey S. Grethe, Jaap Heringa Peter AC. 't Hoen, Rob Hooft,

Tobias Kuhn Ruben Kok, Joost Kok, Scott J. Lusi:ex. MaryannE. Martone, Albert Mons, Abel L.

Packer, Bengt Persson. Philippe Rocca-Serra, Marco Roos. Rene van Schaik, Susanna-Assunta

H * * Sansone, Enk Schultes, Thienry Sengstag. Ted Slater, George Strawn. Moms A. Swenz, Mark
C C e s s I e Thompson. Johanvander Lei, En}: vanMulligen, Jan Velterop, Andra Waagmeester, Peter

Wittenburg. Kathenme Wolstencroft, Jun Zhao.and Barend Mons

Interoperable p!

R e Fmdable
Re-usable mons o Deeessible

tiispe * Iobesoparalie
. for man and machine ot mstie ® RSN

‘ﬁﬁ)oo

http://www.nature.com/sdata/ nawre publishing group @

*Global movement
*Key element in European Open Science policy
*Paper March 2016: FAIR Principles, Nature Scientific Data , doi:10.1038/sdata.2016.18

** A = accessible under a well-defined license



Towards FAIR bioinformatics training!

Findable
— Well described course materials & courses
— metatags, EDAM, BioSchemas
Accessible
— Available in course portals (e.g. GOBLET, TeSS, BD2K )
— Proper licensed (e.g. CC-BYE)
Interoperable (technical)
— Exchange formats (e.g. SCORM for elearning modules)
Reusable
— Modular
— Learning Objectives & Outcomes
— Also e.g. datasets and description of technical setup needed
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