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INTRODUCT ION

Research data Is scattered heterogeneously in distributed databases. Its dedicated use as homogeneous knowledge resource requires information retrieval
technology to find and extract genome to phenome associations. Here, we present LAILAPS!? as a comprehensive information retrieval system to mine plant
genomic data in the context of phenotypic attributes. The system has been developed in frame of national and European research projects for information retrieval In
plant genomics with focus to support forward genetics studies of phenotype-genotype associations. The concept is to link knowledge of gene functions and
phenotypes to genomics data. This enables effective information extraction and homogenizes databases in a non-invasive way.

Website: http://lailaps.ipk-gatersleben.de
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EXAMPLE TECHNOLOGY

Hardware Requirements:
LAILAPS instance to explore wheat and barley genome (as of June 2015)
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